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Figure1l Results of FANTOM.
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Tableld Classification of functional ncRNAs
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Figure3 Concept of ‘DNABook™".
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Outlook for Dynamic Transcriptome Analysis and Future Life Science

Yoshihide Hayashizaki™* and Mutsumi Kanamori*
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One of the goals of life scienceisto understand all of the biological phenomenain a system of biomolecules, named
“genome network”.

Asthefirst step for the analysis of “transcriptomics’, we have been working to establish the mouse’'s comprehensive
full-length cDNA collection, named Riken mouse genome encyclopedia. The findings revealed that these sequences
contained 33,409 unique sequences with more than 20,487 clear protein-encoding genes. Using these results, the func-
tional analysis of specific proteins gave a new discovery to proteome research.

In thisanalysisit was turned out that the significant population of non-coding RNA as well as protein, functions
directly by various mechanisms. Non-coding RNA will be an essential component in genome network analysis.

One of the challenges in genome network analysis is the delivery of full-length cDNA clone distribution. “DNA
Book™" is a powerful tool to distribute the full length cDNA clones essential for genome network research. In this
technology, DNA clones or PCR products are printed onto the pages of books. (J. Jpn. Coll. Angiol., 2004, 44: 53-57)
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